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Al for Life Science - Building a Dala Factory for Life S¢

Empowering the life sciences with Al tech can accelerale scientific research innovation and industrial breakthroughs. In this process, high-quality data
factory serves as the core infrastructure for generating the data required for Al, playing a crucial role. It provides a precise and reliable data foundation
for scientific research, driving the transformation of scientific research paradigms. Galatek is committed to deeply integrating Al, automation, and life
sciences Lo build an Al-powered smart laboratory and construct a high-quality data factory for life sciences that is oriented toward the future, providing

a strong momentum to drive scientific research and industrial progress.
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Overview of the Synthetic Biology Indus

Synthetic biology is an interdisciplinary field that integrates biology, engineering, and information science. It aims to achieve goals such as material
synthesis, environmental remediation, and disease treatment by designing, modifying, or constructing biological systems from scratch. The industry
focuses on biomanufacturing, healthcare, agricullure, and energy seclors, leveraging gene editing, DN'A synthesis, and melabolic engineering lechnolo-
gies Lo develop engineered bacleria, artificial cells, and other biological tools. The global market size exceeds tens of billions of dollars, and technological
breakthroughs such as CRISPR and Al design platforms are acceleraling industrialization. Innovative achievements such as bio-based materials and cell
therapies are emerging frequently. The industry currently faces challenges such as biosafely, system stability, and large-scale production, and is

iterating toward intelligence and automation, with the potential to reshape traditional industrial production models.
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Digital Intelligence-Empowered

ynthetic Biology

The main challenges facing synthetic biology include the complexily and unpredictability of biological systems, the difficullty of scaling up from
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small-scale experiments o large-scale production, and the low efficiency and high failure rate of traditional trial-and-error experimental methods.

Digital intelligence and automation provide powerful support for addressing these challenges. Machine learning technologies offer powerful predictive

capabilities, enabling the prediction of biological system behavior even without a full understanding of the underlying mechanisms, thereby aiding in the

design of more stable synthetic biological systems. Automation technologies, through high-throughput, standardized experimental workflows, generate

large volumes of high-quality data, providing the necessary training foundation for machine learning. The integration of these two technologies

establishes an automated “Design-Build-Test-Learn” (DBTL) cycle, enabling whole-process automation from sample processing to product detection.

This approach significantly improves research efficiency, reduces failure rates, and accelerates the transition from basic research to application develop-

ment. The application of technologies such as automated liquid handling and microfluidics provides widely applicable solutions for synthetic biology

research, driving rapid development in both basic research and industrial applications in this field.
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Synthelic Biology Automaltic Solution

Synthetic biology automatic solutions utilize automated and digital platforms to enable rational design and predictable synthesis of living organisms.
These solutions assist non-specialists in quickly launching research projects, accelerating DBTL iteration cycles, shortening development times,
reducing development costs, and improving titer, yield, and productivity. They provide efficient, standardized cell modification processes, deliver

reliable data for local and national synthetic biology projects, and drive the development of the new economy.
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Automated Molecular 1

"esting Platfo

The automated molecular testing platform is a multifunctional, efficient
solution widely used in various experimental scenarios such as gene synthe-
sis, plasmid preparation, strain screening, and microbial molecular identifi-
cation. The platform integrates a complete set of automated processes, from
DNA ligation, molecular cloning, monoclonal plating, product detection, to
data analysis. The platform supports automated distributed high-through-
pul plating, enabling large-scale, precise colony culture. Ulilizing automated
colony imaging and identification technology, it provides efficient screening
and data collection. Additionally, the platform supports parallel operation of
multiple processes, significantly improving experimental efficiency,
shortening experimental cycles, and ensuring high-quality experimental
data output. This provides robust technical support for genelic engineering

and biotechnology research.

Application Case: Screening of High-Yield Strains for Bioactive
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ut Colony Picking Platform (Basic M

The system integrales robolic arm, automated colony coaling instrument, colony picking instrument, consumable stack, and other devices, supporling

flexible configuration of plate stacks to enable automated experimental processes such as bacterial solution plating and monoclonal picking.
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Paramelers

Key Parameters Description
Dimensions 2,500 * 1,900 * 2,400 mm
Designed Throughput 600 - 3,000 colonies per hour
Picking Pins Disposable consumables or steel pins

Environment Control Dust cover, FFU, positive pressure laminar flow hood, etc.




ut Colony Picking Platform (Enhanced

The system automales the whole process, including PCR amplification, ligation, transformation, plaling, colony picking, and strain culture, facilitaling a

high-fidelity and robust automated DNA assembly process.
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Key Paramelers Descriplion
Dimensions 2,350 * 1,000 * 2,400 mm

Designed Throughput 600 - 3,000 colonies per hour; approximately 1 minute per plate for plating
Picking Pins Disposable consumables or steel pins

Environment Control Dust cover, FFU, positive pressure laminar flow hood, etc.




pul Plasmid Construction Platfo

The system can integrate multiple gene seamless cloning technologies such as PCA assembly (polymerase cycle assembly) and Golden Gate assembly,
and supports gene editing operations such as targeted mutation, etc. The automated platform enables the closed-loop control of the whole process,
including target gene amplification, fragment-directed ligation, recombinant plasmid transformation, colony plating screening, monoclonal culture and
plasmid validation. It significantly improves the fidelity of DNA assembly and operational robustness, meeting the needs ol high-throughput synthetic

biology research.
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Paramelers

Key Paramelers Descriplion
Dimensions 4,800 * 2,500 * 2,400 mm
Designed Throughput Approx. 200 gene constructions and transformations per day; or 1,600 baclerial strain plating and screening processes
Sample Types DNA clements

Environment Control Dust cover, FFU, posilive pressure laminar flow hood, etc.




Automated Molecular Cloning Platfor

The system can automate the whole process of bacterial strain screening experiments, from colony picking and induction of expression to reaction
detection. It is compatible with various screening methods and supports online vector construction, strain amplification and culture, density detection,
and strain backup.

© System construction workstation @ PCR instrument O Nucleic acid & plasmid purification system @ Colony picking instrument
@ Bacleria coaling instrument O Film pecler @ Film pecler © Fragment analyzer @ Shaking incubator
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Paramelers

Key Paramelers

Descriplion

Dimensions 5,600 * 2,500 * 2,400 mm
Designed Throughput 384-576 plasmid constructions or 480-960 strain screenings per batch
Sample Types

Escherichia coli (E. coli), veast, etc.

Environment Control Dust cover, FFU, posilive pressure laminar flow hood, HEPA filter, elc.




GalaTek Gmbl

Munich Germany, Singapore,
the United States, Japan, China
Global Headquarter: Singapore

officialmail@galatek.ai

Declaration

This copyright of this manual is owned by GalaTek Gmbl ( hereinafter referred Lo as "Galatek"). Withoul the wrillen permission of Galalek, no
individual or organization may copy, edit or translate the contents of this manual into other languages in through any means. All trademarks or logos
in this manual belong to Galatek and its providers. Due to manual updates, product updates, parameter changes, etc., the information in this manual

maybe changed, upgraded, omitted or incorrect, etc. Galatek shall not be liable for any losses caused by the provision or use of this manual. For
more product information and technical services, please contact the official customer service e-mail. All trademarks mentioned in this brochure are

protected by law. Galatek has the right to interpret this manual.
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